Primers/Description: Primers flanking exon 4a of the GLUT4 gene (J.B.Buse, S.Seino and G.I.Bell, in preparation) were selected and used to amplify a 252 bp fragment using PCR. The sequences of the forward and reverse primers are 5'-CAGGA-AGGGAGCCACTGCTG-3' and 5'-ATCTGAAAGCCCAGG-CATGG-3', respectively. The PCR products were examined for single-stranded conformation polymorphisms (SSCP) by electrophoresis in 5 % polyacrylamide gel containing 1 % glycerol at room temperature ( Fig. 1) (1). Two alleles were noted. Direct sequencing (2) indicated that codon 130 which encodes Asn (3) was AAC (Bl) or AAT (B2).
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Frequency:
The frequencies of B1 and B2 in 40 Japanese were 0.575 and 0.425, respectively.
Chromosomal Localization: GLUT4 has been localized to chromosome 17pl3 (4).
Mendelian Inheritance: Co-dominant inheritance was observed in two families.
Other Comments: Prior to PCR, genomic DNA was digested with HindJJJ, PCR reactions were heated initially at 94°C for 5 min and included 5 cycles of amplification with denaturation at 97 °C for 1 min, annealing at 70°C for 1 min and extension at 72°C for 1 min, followed by a further 25 cycles with denaturation at 94°C, annealing at 70°C for 1 min and extension at 72°C for 1 min.
